SEQUENCE LISTING 



<110> Tanzer, Matthew M 
Hamer, Lisbeth 
Adachi, Kiichi 
Dezwaan, Todd M 
Lo, Sze Chung C 
Montenegro-Chamorro, Maria V 
Darveaux, Blaise A 
Frank, Sheryl A 
Heiniger, Ryan W 
Mahanty, San joy K 
Pan, Huaqin 
Covington, Amy S 
Tarpey, Rex 
Shuster, Jeffrey R 

<12 0> METHODS FOR THE IDENTIFICATION OF INHIBITORS OF ORNITHINE 
CARBAMO YLTRANS FERAS E AS ANTIBIOTICS 

<130> 2173US 

<150> 60/472,242 
<151> 2003-05-21 

<160> 3 

<170> Patentln version 3.2 

<210> 1 
<211> 1056 
<212> DNA 

<213> Magnaportha grisea 
<400> 1 

atgaggccgt caacccttcg tgccatcaac agggcattgg ccggcaatga agcccggaca 
60 

tattcctcct cggcctcacc ccgacatctc atgtcgatag ccgacctgac gcctacggag 
120 

ctgacaaccc tcgttcgctc tgccgccact cacaagcatg ccgtcaagtc gggagcaggc 
180 

gcacccctcc atctggccca gtctctcacc ggcaagaccg tcgccatgat gttcagcaag 
240 



cgcagcaccc gtacccgcgt gtctaccgag gccgcggttg ccatgatggg cggtcatccc 
300 

atgtttctgg gcaaagatga cattcagctt ggtgtgaacg aatccctctt ggacacgtca 
360 

accgtcatct cttcaatgac ctcatgcatg gttgcccgcg tcggccccca ctcggacgtg 
420 



1 



acaggtctgg ccaagcactc atctgtcccc gtcatcaacg ccctgtcgga tgacttccac 
480 

cctctccaga ccatcgccga cttcctcacc atccactccc accacccatc ctccacccca 
540 

ggctcacttg gcctcgaggg tctcaagatc gcctggatcg gcgactccaa caacgtgctg 
600 

ttcgacctgg ccctcggcgc cgccaagctc ggctgtcacg ttgccgtggc ctcgcccacg 
660 

ggctacggca tccctgaaaa catgaggacg ctgatccagt ccgcctccaa ggcctcaggc 
720 

tccggcggct ccctctccga gaccactgtg cccgaggagg ccgtcaagga cgccgacata 
780 

ctcgtcaccg acacgtgggt gtcgatgggc caggaggccg aggccaagaa gcgtctcgcc 
840 

gcatttgccg gcttccaaat cacaaacgac ctcgccaagc gcggcggtgc caagaaggat 
900 

tggaagttca tgcactgcct gccccgccac ccggaggagg tacatgacga ggtcttttac 
960 



agccccaggt cgctcgtctt tgaggaggcc gagaataggc tgtgggctgc tgttgctgct 
1020 



cttgaggcat ttgtggtgaa caagggaaaa atctga 
1056 



<210> 2 
<211> 1256 
<212> DNA 

<213> Magnaportha grisea 
<400> 2 

atgaggccgt caacccttcg tgccatcaac agggcattgg ccggcaatga agcccggaca 
60 

tattcctcct cggcctcacc ccgacatctc atgtcgatag ccgacctgac gcctacggag 
120 



ctgacaaccc tcgttcgctc tgccgccact cacaagcatg ccgtcaagtc gggagcaggc 
180 



gcacccctcc atctggccca gtctctcacc ggcaagaccg tcgccatgat gttcagcaag 
24 0 



cgcagcaccc gtacccgcgt gtctaccgag gccgcggttg ccatgatggg cggtcatccc 
300 

atgtttctgg gcaaagatga cattcagctt ggtgtatgtt tgctgagtct tttttttttc 
360 



2 



tctttaagct tttgactcac aaagttgcca aatggaatca cgtgataccc ctgaacaacc 
420 

tcaacgcaag atgctaatca tgatataaat caaacaggtg aacgaatccc tcttggacac 
480 

gtcaaccgtc atctcttcaa tgacctcatg catggttgcc cgcgtcggcc cccactcgga 
540 

cgtgacaggt ctggccaagc actcatctgt ccccgtcatc aacgccctgt cggatgactt 
600 

ccaccctctc cagaccatcg ccgacttcct caccatccac tcccaccacc catcctccac 
660 

cccaggctca cttggcctcg agggtctcaa gatcgcctgg atcggcgact ccaacaacgt 
720 

gctgttcgac ctggccctcg gcgccgccaa gctcggctgt cacgttgccg tggcctcgcc 
780 

cacgggctac ggcatccctg aaaacatgag gacgctgatc cagtccgcct ccaaggcctc 
840 

aggctccggc ggctccctct ccgagaccac tgtgcccgag gaggccgtca aggacgccga 
900 

catactcgtc accgacacgt gggtgtcgat gggccaggag gccgaggcca agaagcgtct 
960 

cgccgcattt gccggcttcc aaatcacaaa cgacctcgcc aagcgcggcg gtgccaagaa 
102 0 

ggattggaag ttcatgcact gcctgccccg ccacccggag gaggtacatg acgaggtctt 
1080 

ttacagcccc aggtcgctcg tctttgagga ggccgagaat aggctgtggg ctgctgttgg 
1140 

tatgtgaaaa tctctttttt ttctcaagtt ttcaacactg gtctatcact aaccaatcct 
1200 

gtattctacg catagctgct cttgaggcat ttgtggtgaa caagggaaaa atctga 
1256 



<210> 3 

<211> 351 

<212> PRT 

<213> Magnaportha grisea 

<400> 3 

Met Arg Pro Ser Thr Leu Arg Ala lie Asn Arg Ala Leu Ala Gly Asn 
1 5 10 15 



3 



Glu Ala Arg Thr Tyr Ser Ser Ser Ala Ser Pro Arg His Leu Met Ser 
20 25 30 



lie Ala Asp Leu Thr Pro Thr Glu Leu Thr Thr Leu Val Arg Ser Ala 
35 40 45 



Ala Thr His Lys His Ala Val Lys Ser Gly Ala Gly Ala Pro Leu His 
50 55 60 



Leu Ala Gin Ser Leu Thr Gly Lys Thr Val Ala Met Met Phe Ser Lys 
65 70 75 80 



Arg Ser Thr Arg Thr Arg Val Ser Thr Glu Ala Ala Val Ala Met Met 
85 90 95 



Gly Gly His Pro Met Phe Leu Gly Lys Asp Asp lie Gin Leu Gly Val 
100 105 110 



Asn Glu Ser Leu Leu Asp Thr Ser Thr Val lie Ser Ser Met Thr Ser 
115 120 125 



Cys Met Val Ala Arg Val Gly Pro His Ser Asp Val Thr Gly Leu Ala 
130 135 140 



Lys His Ser Ser Val Pro Val lie Asn Ala Leu Ser Asp Asp Phe His 
145 150 155 160 



Pro Leu Gin Thr He Ala Asp Phe Leu Thr He His Ser His His Pro 
165 170 175 



Ser Ser Thr Pro Gly Ser Leu Gly Leu Glu Gly Leu Lys He Ala Trp 
180 185 190 



He Gly Asp Ser Asn Asn Val Leu Phe Asp Leu Ala Leu Gly Ala Ala 
195 200 205 



Lys Leu Gly Cys His Val Ala Val Ala Ser Pro Thr Gly Tyr Gly He 
210 215 220 



Pro Glu Asn Met Arg Thr Leu He Gin Ser Ala Ser Lys Ala Ser Gly 
225 230 235 240 



4 



Ser Gly Gly Ser Leu Ser Glu Thr Thr Val Pro Glu Glu Ala Val Lys 
245 250 255 



Asp Ala Asp He Leu Val Thr Asp Thr Trp Val Ser Met Gly Gin Glu 
260 265 270 



Ala Glu Ala Lys Lys Arg Leu Ala Ala Phe Ala Gly Phe Gin He Thr 
275 280 285 



Asn Asp Leu Ala Lys Arg Gly Gly Ala Lys Lys Asp Trp Lys Phe Met 
290 295 300 



His Cys Leu Pro Arg His Pro Glu Glu Val His Asp Glu Val Phe Tyr 
305 310 315 320 



Ser Pro Arg Ser Leu Val Phe Glu Glu Ala Glu Asn Arg Leu Trp Ala 
325 330 335 



Ala Val Ala Ala Leu Glu Ala Phe Val Val Asn Lys Gly Lys He 
340 345 350 
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